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Figure 1 



Sequence Name: 

GW.S.ctgl 6335-000003. 31.0 

Figure 1A SEQ ID NO:01 

l T aptgSLFRNCTQDGWSETFPRPNLACGVNVNDSSNEKRSYLLKLKVMYTVGYSSSLVM 
TLVALGILCAFRRLHCTRNYIHMHLFVSFI LRALSNFIKDAVLFSSDDVTYCDAHRGCKL 
VMVLFXYCIMANYSWLLVEGSTFTHxLAISFFSERKYLQGFVAFGWGSPAIFVALWAIAR 
HFLEDVGCWDINANASIWWIIRGPVILSILNFILFINILRILMRKLRTQETRGNEVSHYK 

RLARSTLLLI PLFGIHYIVFAFSPEDAMEIQLFF 



Figure IB SEQ ID NO:02 

rTrTTGGCACCCACAGGTTCCTTGTTCCGAAACTGCACACAGGATGGCTGGTCAGAAACC 
TTCCCCAGGCCTAATCTGGCCTGTGGCGTTAATGTGAACGACTCTTCCAACGAGAAGCGG 
CACTCCTACCTGCTGAAGCTGAAAGTCATGTACACCGTGGGCTACAGCTCCTCCCTGGTC 
ATGCTCCTGGTCGCCCTTGGCATCCTCTGTGCTTTCCGGAGGCTCCACTGCACTCGCAAC 
TACATCCACATGCACCTGTTCGTGTCCTTCATCCTTCGTGCCCTGTCCAACTTCATCAAG 
GACGCCGTGCTCTTCTCCTCAGATGATGTCACCTACTGCGATGCCCACAGGGCGGGCTGC 

AAGCTGGTCATGGTGCTGTTC 
Figure 1C SEQ ID NO:03 

TACTGCATC^TGGCCAACTACTCCTGGCTGCTGGTGGAAGGCTCTACCTTCACACATNTC 
rTrrCCATCTCCTTCTTCTCTGAAAGAAAGTACCTCCAGGGATTTGTGGCATTCGGATGG 
GCTTCTCCAGCCATTTTTGTTGCTTTGTGGGCTATTGCCAGACACTTTCTGGAAGATGTT 
GGGTGCTGGGACATCAATGCCAACGCATCCATCTGGTGGATCATTCGTGGTCCTGTGATC 
rTrTCCATCCTGATTAATTTCATCCTTTTCATAAACATTCTAAGAATCCTGATGAGAAAA 
CTTAGAACCCAAGAAACAAGAGGAAATGAAGTCAGCCATTATAAGCGCCTGGCCAGGTCC 
ACTCTCCTGCTGATCCCCCTCTTTGGCATCCACTACATCGTCTTCGCCTTCTCCCCAGAG 

GACGCTATGGAGATCCAGCTGTTTTTT 

Figure ID SEQ ID NO:04 

rTrTTGGCACCCACAGGTTCCTTGTTCCGAAACTGCACACAGGATGGCTGGTCAGAAACC 
-TCCCCAGGCCTAATCTGGCCTGTGGCGTTAATGTGAACGACTCTTCCAACGAGAAGCGG 
CACTCCTACCTGCTGAAGCTGAAAGTCATGTACACCGTGGGCTACAGCTCCTCCCTGGTC 
ATGCTCCTGGTCGCCCTTGGCATCCTCTGTGCTTTCCGGAGGCTCCACTGCACTCGCAAC 
TACATCCACATGCACCTGTTCGTGTCCTTCATCCTTCGTGCCCTGTCCAACTTCATCAAG 
GACGCCGTGCTCTTCTCCTCAGATGATGTCACCTACTGCGATGCCCACAGGGCGGGCTGC 

AAGCTGGTCATGGTGCTGTTC 

TACTGCATCATGGCCAACTACTCCTGGCTGCTGGTGGAAGGCTCTACCTTCACACATNTC 
rTrrCCATCTCCTTCTTCTCTGAAAGAAAGTACCTCCAGGGATTTGTGGCATTCGGATGG 
rCTTCTCCAGCCATTTTTGTTGCTTTGTGGGCTATTGCCAGACACTTTCTGGAAGATGTT 
GGG-GCTGGGACATCAATGCCAACGCATCCATCTGGTGGATCATTCGTGGTCCTGTGATC 
rTCTCCATCCTGATTAATTTCATCCTTTTCATAAACATTCTAAGAATCCTGATGAGAAAA 
CT AGAACCCAAGAAACAAGAGGAAATGAAGTCAGCCATTATAAGCGCCTGGCCAGGTCC 
ACTCTCCTGCTGATCCCCCTCTTTGGCATCCACTACATCGTCTTCGCCTTCTCCCCAGAG 

GACGCTATGGAGATCCAGCTGTTTTTT 



% «£ 
X^njW^-- ' Figure 2 

Sequence Name: 

GW.S.ctgl 64 90-000000. 17.0 

Fi^ure_2A SEQ ID NO:05 

PTFILFSFQPGDKRTKHICVYWEGSEGGHWSTEGCSHVHSNGSYTKCKCFHLSSFAVLVA 

lIpkdpvltvitqvgltisllclflailtfllcrpiqntstslhlelslclflahllflt 
Snr?epelcsiiagllhflylacftwmlleglhlfltvrnlkvanytstgrfkkrfmyp 

VCYGI PAVI I AVSAI VGPQNYGTFTHCWLKLDKGFIWSFMGPVAVIILNLVFYFQVLWIL 
RSKLSSLHKEVSTIQDTRVMTFKAISQLFILGCSWGLGFFMVEEVGKTIGSIIAYSFTII 

NTLQGVLLFVVHCLLNRQVR 

Figure 2B SEQ ID NO:06 

rrr arTTTCATACTATTCTCTTTCCAGCCTGGTGACAAGAGAACAAAACATATCTGTGTC 

taSgggagggatcagagggaggccactggtccacggagggctgctctcatgtgcacagc 

AACGGTTCTTACACCAAATGCAAGTGCTTCCATCTGTCCAGCTTTGCCGTCCTCGTGGCT 

Sgcccccaaggaggaccctgtgctgaccgtgatcacccaggtggggctgaccatctct 

rTrCTGTGCCTCTTCCTGGCCATCCTCACCTTCCTCCTGTGCCGGCCCATCCAGAACACC 
AGCACCTCCCTCCATCTAGAGCTCTCCCTCTGCCTCTTCCTGGCCCACCTCCTGTTCCTG 
ACGGGCATCAACAGAACTGAGCCTGAGGTGCTGTGCTCCATCATTGCAGGGCTGCTGCAC 
TTCCTCTACCTGGCTTGCTTCACCTGGATGCTCCTGGAAGGGCTGCACCTCTTCCTCACC 
GTCAGGAACCTCAAGGTGGCCAACTACACCAGCACGGGCAGATTCAAGAAGAGGTTCATG 
TACCCTGTAGGCTACGGGATCCCAGCTGTGATTATTGCTGTGTCAGCAATAGTTGGACCC 
CACAATTATGGAACATTTACTCACTGTTGGCTCAAGCTTGATAAAGGATTCATCTGGAGC 

ScJtggggccagtagcagtcattatcttgataaacctggtgttctacttccaagttctg 
tggattttgagaagcaaactttcctccctcaataaagaagtttccaccattcaggacacc 
Igagtcatgacatttaaagccatttctcagctatttatcctgggctgttcttggggcctt 
?g?tS?^atggttgaagaagtagggaagacgattggatcaatcattgcatactcattc 

ACCATCATCAACACCCTTCAGGGAGTGTTGCTCTTTGTGGTACACTGTCTCCTTAATCGC 
CAGGTAAGG 



^b 



Figure 3 

Sequence Name: 
GW.S.ctgl31 00-000000. 33.0 
Figure 3A SEQ ID NO:07 

nw^nAVHDLLLDVITWVGILLSLVCLLICI FTFCFFRGLQSDRNTIHKNLCI SLFVAELL 
FLIG^NRTDQPACAV FAALLHFFFLAAFTWMFLEGVQLYIMLVEVFESEHSRRKYFYLVG 

XalSsaavdyrsygtdkvcwlrldtyfiwsfigpatliimnviflgialykmfh 

HTAILKPESGCLDNIKLKINIPI IKSIYI YMYICMCV 



Pi^ur^lB SEQ ID NO:08 

rAGCACAGTGATGCGGTCCATGACCTCCTTCTGGATGTGATCACGTGGGTTGGAATTTTG 

SScccttgtttgtctcctgatttgcatcttcacattttgctttttccgggggctccag 

AGTGACCGTAACACCATCCACAAGAACCTCTGCATCAGTCTCTTTGTAGCAGAGCTGCTC 

ttcc?gattgggatcaaccgaactgaccaaccaattgcctgtgctgttttcgct^ 

J?ACA?TTCTTCTTCTTGGCTGCCTTCACCTGGATGTTCCTGGAGGGGGTGCAGCTTTAT 

It?a?gctggtggaggtttttgagagtgaacattcacgtaggaaatacttttatctggtc 
SgcSgggatgcctgcactcattgtggctgtgtcagctgcagtagactacaggagttat 
ggScagataaagtatgttggctccgacttgacacctacttcatttggagttttata^ 
cca1cS™taattatgcttaatgtaatcttccttgggattgctttatataaaatc 

TTTCATCATACTGCTATACTGAAACCTGAATCAGGCTGTCTTGATAACATCAAGTTAAAA 

Ittaatattccaattataaaatctatttatatctatatgtatatatgcatgtgtgtg 



RAT.^»^- Figure 4 



Sequence Name: 
GW.A.ctgl2444-000001.0.2 

Fiaure_4A SEQ ID NO:09 



GNVAVAFVYYKSI GPLLSSSDNFLLKPQNYDNSEEEERVI SSVISVSMS^ 
jSHRKT 

;iiKD"i 

FGYLSPAVVVGFSAALGYRYYGTT 
SDDH 



- 'r lshRKTDRYRSLCAFWNYSPDTMNGSWSSEGCELTYSNETHTSCRCNHLTHFAI LM 

tJkdyniltritqlgiiisliclaiciftfwffseiqstrttihknlccslflae 

LVFLVGINTNTNKFCSI lAGLLHYFFLAAFAWMCIEGIHLYLIVyGVIYNKG^ 



SSGPS 



4B SEQ ID NO:10 



?gg^?tIc?cacctgataccatgaatggcagctggtcttcagagggctgtgagctgaca 

Sc^SLacccacacctcatgccgctgtaatcacctgacacattttgcaattttg 

atgtcc^tggtccttccattggtattaaagattataatattcttacaaggatcactcaa 

ctaggaItaIttatttcactgatttgtcttgccatatgcatttttaccttctggttcttc 

Sgaa^^aaagcaccaggacaacaattcacaaaaatctttgctgtagcctatttct 

?ctg^tg^ttcttgttgggatcaatacaaatactaataagctcttctgttcaatc 

aSgSggIctgctacactacttctttttagctgcttttgcatggatgtgcattgaaggc 

nTRrATCTCTATCTCATTGTTGTGGGTGTCATCTACAACAAGGGATTTTTGCACAAGAAT 
TACAGATATT^TGGCACAACCAAAGTATGTTGGCTTAGCACCGAAAACAACTTTATTTG^ 

IgSt?I?aggaccagcatgcctaa.tcattcttgtatgtatatataaaattgttattaca 

ATTCAAAAAAGTGATGATCAT 




Sequence Name : 



GW.S.ctgl27 8 9-000004 .100.0 
Figure 5A SEO ID NO:1 1 

GAWATTGCSVAALYLDSTACFCNHSTSFAILLQI YEVQGPEEESLLRTLSFVGCGVSFCA 
LTTTFLLFLVAGVPKSERTTVHKNLTFSLASAEGFLMTSEWAKANEACVAVTVAMHFLFL 
VAFSWMLVEGLLLWRKVVAVSMH PG PGMRLYHATGWGVPVG IVAVTLAMLPH DYVAPGHC 
WLNVHTNAIWAFVGPVLFVLTVS 

Figure 5B SEQ ID NO:1 2 

GGTGCCTGGGCCACCACAGGCTGCTCCGTGGCTGCCCTGTACCTGGACTCCACCGCCTGC 
TTCTGCAACCACAGCACCAGCTTTGCCATCCTGCTGCAAATCTATGAAGTACAGAGAGGC 
CCTGAGGAGGAGTCGCTGCTGAGGACTCTGTCATTTGTGGGCTGTGGCGTGTCCTTCTGC 
GCCCTCACCACCACCTTCTTGCTCTTCCTGGTGGCCGGGGTCCCCAAGTCAGAGCGAACC 
ACAGTCCACAAGAACCTCACCTTCTCCCTGGCCTCTGCCGAGGGCTTCCTCATGACCAGC 
GAGTGGGCCAAGGCCAATGAGGTGGCATGTGTGGCTGTCACAGTCGCAATGCACTTCCTC 
TTTCTGGTGGCATTCTCCTGGATGCTGGTGGAGGGGCTGCTGCTGTGGAGGAAGGTGGTA 
GCTGTGAGCATGCACCCGGGCCCAGGCATGCGGCTCTACCACGCCACAGGCTGGGGCGTG 
CCTGTGGGCATCGTGGCGGTCACCCTGGCCATGCTCCCCCATGACTACGTGGCCCCCGGA 
CATTGCTGGCTCAATGTGCACACAAATGCCATCTGGGCCTTCGTGGGGCCTGTGCTCTTC 

GTGCTGACTGTGAGC 
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Figure 6 



Sequence Name: 
GW.A.ctgl277 6-000000. 33.0 

Figure 6A SEQ ID NO. 13 



MKSPPPTTLrLMFIVIYSSKAALNWNYESTIHPLLHEHEPAGEEALRQKRAVATKSPTAE 

EYTVNIEISFENASFLDPIKAYLHSLSFPIHGNHTDQITDILSINVTTVCRPAGNEIWCS 

rrTGYGWPRERCLHNLICQERDVFLPGHHCSCLKELPPNGPFCLLQEDVTLNMRVRLNVG 

FOEDLMNTSSALYRSYKTDLETARKGYGILPGFKGVTVTGFKSGSVVVTYEVKTTPPSLE 

LI HKANEQVVQSLNQTYKMDYHSFQAVTINESNFFVTPEI I FEGDTVSLVCEKEVLSSNV 

SWRYEE00LEIQNSSRFS1 YTALFNNMTSVSKLTIHNITPGDAGEYVCKLILDI FEYECK 

KKIDVMPIQILANEEMKVMCDHtlPVSLNCCSQGMVNWSKVEWKQEGKINIPGTPETDIDS 

crsRYTLKADGTQCPSGSSGTTVI YTCEFISAYGARGSANIKVTFISVANLTITPDPISV 

SEGONFSIKCISDVSNYDEVYWIJTSAGIKIYQRFYTTRRYLDGAESVLTVKTSTREWNGT 

YHCIFRYKNSYSIATKDVIVHPLPLKLNIMVDPLEATVSCSGSHHIKCCIEEDGDYKVTF 

HTGSSSLPAAKEVNKKQVCYKHI5FHASSVSWCSKTVDVCCHFTNAANNSVWSPSMKLNLV 

PPENITCQDPVIGVGEPGKVIQKLCRFSNVPSSPESPIGGTITYKCVGSQWEEKRNDCIS 

APINSLLQMAKLIKSPSQDEMLPTYLKDLSISI DKAEHEISSSPGSLGAI INILDLLSTV 

PTOVNSEMMTVLSTVNVILGKPVLNTWKVLQQQWTNQSSQLLHSVERFSQALQSGDSPPL 

crsOTNVQMSSMVIKSSHPETYQQRFVFPYFDLWGNWIDKSYLENLQSDSSIVTMAFPT 

LOAILAQDIQENNFAESLVMTTTVSHNTTMPFRISMTFKNNSPSGGETKCVFWNFRLANN 

TGGWDSSGCYVEEGDGDNVTCICDHLTSFSILMSPDSPDPSSLLGILLDI ISYVGVGFSI 

LSLAACLVVEAVVWKSVTKNRTSYMRHTCI VNIAASLLVANTWFI WAAIQDNRYILCKT 

ACVAATFFI HFFYLSVFFWMLTLGLMLFYRLVFILHETSRSTQKAIAFCLGYGCPLAISV 

ITLGATOPREVYTRKHVCWLNWEDTKALLAFAI PALIIVWNITITIVVITKILRPSIGD 
KPCKOEKSSLFQISKSIGVLTPLLGLTWGFGLTTVFPGTNLVFHIIFAILNVFQLFILLF 
GCLWDLKQEALLNKFSLSRWSSQHSKTSLGSSTPVFSMSSPISRRFNNLFGKTGTYNVST 

PEATSSSLENSSSASSLLN 



Figure 6B SEQ ID NO: 14 

ATGAAATCCCCAAGGAGAACCACTTTGTGCCTCATGTTTATTGTGATTTATTCTTCCAAA 

GCTGCACTGAACTGGAATTACGAGTCTACTATTCATCCTTTGAGTCTTCATGAACATGAA 

CCAGCTGGTGAAGAGGCACTGAGGCAAAAACGAGCCGTTGCCACAAAAAGTCCTACGGCT 

GAAGAATArACTGTTAATATTGAGATCAGTTTTGAAAATGCATCCTTCCTGGATCCTATC 

AAAGCCTACTTGAACAGCCTCAGTTTTCCAATTCATGGGAATAACACTGACCAAATTACC 

rACATTTTGAGCATAAATGTGACAACAGTCTGCAGACCTGCTGGAAATGAAATCTGGTGC 

TCCTGCGAGACAGGTTATGGGTGGCCTCGGGAAAGGTGTCTTCACAATCTCATTTGTCAA 

"AGCGTGACGTCTTCCTCCCAGGGCACCATTGCAGTTGCCTTAAAGAACTGCCTCCCAAT 

GGACCTTTTTGCCTGCTTCAGGAAGATGTTACCCTGAACATGAGAGTCAGACTAAATGTA 

GGCTTTCAAGAAGACCTCATGAACACTTCCTCCGCCCTCTATAGGTCCTACAAGACCGAC 

TTGGAAACAGCGTTCCGGAAGGGTTACGGAATTTTACCAGGCTTCAAGGGCGTGACTGTG 

ArAGGGTTCAAGTCTGGAAGTGTGGTTGTGACATATGAAGTCAAGACTACACCACCATCA 

CTTGAGTTAATACATAAAGCCAATGAACAAGTTGTACAGAGCCTCAATCAGACCTACAAA 

ATGGACTACAACTCCTTTCAAGCAGTTACTATCAATGAAAGCAATTTCTTTGTCACACCA 

GAAATCATCTTTGAAGGGGACACAGTCAGTCTGGTGTGTGAAAAGGAAGTTTTGTCCTCC 

AATGTGTCTTGGCGCTATGAAGAACAGCAGTTGGAAATCCAGAACAGCAGCAGATTCTCG 

ATTTACACCGCACTTTTCAACAACATGACTTCGGTGTCCAAGCTCACCATCCACAACATC 

ACTCCAGGTGATGCAGGTGAATATGTTTGCAAACTGATATTAGACATTTTTGAATATGAG 

TGCAAGAAGAAAATAGATGTTATGCCCATCCAAATTTTGGCAAATGAAGAAATGAAGGTG 

ATGTGCGACAACAATCCTGTATCTTTGAACTGCTGCAGTCAGGGTAATGTTAATTGGAGC 

AAAGTAGAATGGAAGCAGGAAGGAAAAATAAATATTCCAGGAACCCCTGAGACAGACATA 

GATTCTAGCTGCAGCAGATACACCCTCAAGGCTGATGGAACCCAGTGCCCAAGCGGGTCG 



A^CTGGAACAACAGTCATCTACACTTGTGAGTTCATCAGTGCCTATGGAGCCAGAGGCAGT 
GCAAACATAAAAGTGACATTCATCTCTGTGGCCAATCTAACAATAACCCCGGACCCAATT 
TCTGTTTCTGAGGGACAAAACTTTTCTATAAAATGCATCAGTGATGTGAGTAACTATGAT 
GAGGTTTATTGGAACACTTCTGCTGGAATTAAAATATACCAAAGATTTTATACCACGAGG 
AGGTATCTTGATGGAGCAGAATCAGTACTGACAGTCAAGACCTCGACCAGGGAGTGGAAT 
rGAACCTATrACTGCATATTTAGATATAAGAATTCATACAGTATTGCAACCAAAGACGTC 
ATTGTTCACrCGCTGCCTCTAAAGCTGAACATCATGGTTGATCCTTTGGAAGCTACTGTT 
TCATGCAGTGGTTCCCATCACATCAAGTGCTGCATAGAGGAGGATGGAGACTACAAAGTT 
ACTTTCCATACGGGTTCCTCATCCCTTCCTGCTGCAAAAGAAGTTAACAAAAAACAAGTG 
TGCTACAAACACAATTTCAATGCAAGCTCAGTTTCCTGGTGTTCAAAAACTGTTGATGTG 
TGTTGTCACTTTACCAATGCTGCTAATAATTCAGTCTGGAGCCCATCTATGAAGCTGAAT 
CTGGTTCCTGGGGAAAACATCACATGCCAGGATCCCGTAATAGGTGTCGGAGAGCCGGGG 
AAAGTCATCCAGAAGCTATGCCGGTTCTCAAACGTTCCCAGCAGCCCTGAGAGTCCCATT 
GGCGGGACCATCACTTACAAATGTGTAGGCTCCCAGTGGGAGGAGAAGAGAAATGACTGC 
ATCTCTGCCCCAATAAACAGTCTGCTCCAGATGGCTAAGGCTTTGATCAAGAGCCCCTCT 
CAGGATGAGATGCTCCCTACATACCTGAAGGATCTTTCTATTAGCATAGACAAAGCGGAA 
CATGAAATCAGCTCTTCTCCTGGGAGTCTGGGAGCCATTATTAACATCCTTGATCTGCTC 
TCAACAGTTCCAACCCAAGTAAATTCAGAAATGATGACGCACGTGCTCTCTACGGTTAAT 
GTCATCCTTGGCAAGCCCGTCTTGAACACCTGGAAGGTTTTACAACAGCAATGGACCAAT 
CAGAGTTCACAGCTACTACATTCAGTGGAAAGATTTTCCCAAGCATTACAGTCGGGAGAT 
AGCCCTCCTTTGTCCTTCTCCCAAACTAATGTGCAGATGAGCAGCATGGTAATCAAGTCC 
AGCCACCCAGAAACCTATCAACAGAGGTTTGTTTTCCCATACTTTGACCTCTGGGGCAAT 
GTGGTCATTGACAAGAGCTATCTAGAAAACTTGCAGTCGGATTCGTCTATTGTCACCATG 
GCTTTCCCAACTCTCCAAGCCATCCTTGCCCAGGATATCCAGGAAAATAACTTTGCAGAG 
AGCTTAGTGATGACAACCACTGTCAGCCACAATACAACTATGCCATTCAGGATTTCAATG 
ACTTTTAAGAACAATAGCCCTTCAGGCGGCGAAACGAAGTGTGTCTTCTGGAACTTCAGG 
CTTGCCAACAACACAGGGGGGTGGGACAGCAGTGGGTGCTATGTAGAAGAAGGTGATGGG 
GACAATGTCACCTGTATCTGTGACCACCTAACATCATTCTCCATCCTCATGTCCCCTGAC 
TCCCCAGATCCTAGTTCTCTCCTGGGAATACTCCTGGATATTATTTCTTATGTTGGGGTG 
GGCTTTTCCATCTTGAGCTTGGCAGCCTGTCTAGTTGTGGAAGCTGTGGTGTGGAAATCG 
GTGACCAAGAACCGGACTTCTTATATGCGCCACACCTGCATAGTGAATATCGCTGCCTCC 
CTTCTGGTCGCCAACACCTGGTTCATTGTGGTCGCTGCCATCCAGGACAATCGCTACATA 
CTCTGCAAGACAGCCTGTGTGGCTGCCACCTTCTTCATCCACTTCTTCTACCTCAGCGTC 
TTCTTCTGGATGCTGACACTGGGCCTCATGCTGTTCTATCGCCTGGTTTTCATTCTGCAT 
GAAACAAGCAGGTCCACTCAGAAAGCCATTGCCTTCTGTCTTGGCTATGGCTGCCCACTT 
GCCATCTCGGTCATCACGCTGGGAGCCACCCAGCCCCGGGAAGTCTATACGAGGAAGAAT 
GTCTGTTGGCTCAACTGGGAGGACACCAAGGCCCTGCTGGCTTTCGCCATCCCAGCACTG 
ATCATTGTGGTGGTGAACATAACCATCACTATTGTGGTCATCACCAAGATCCTGAGGCCT 
TCCATTGGAGACAAGCCATGCAAGCAGGAGAAGAGCAGCCTGTTTCAGATCAGCAAGAGC 
ATTGGGGTCCTCACACCACTCTTGGGCCTCACTTGGGGTTTTGGTCTCACCACTGTGTTC 
CCAGGGACrAACCTTGTGTTCCATATCATATTTGCCATCCTCAATGTCTTCCAGGGATTA 
TTCATTTTACTCTTTGGATGCCTCTGGGATCTGAAGGTACAGGAAGCTTTGCTGAATAAG 
TTTTCATTGTCGAGATGGTCTTCACAGCACTCAAAGTCAACATCCCTGGGTTCATCCACA 
CCTGTGTTTTCTATGAGTTCTCCAATATCAAGGAGATTTAACAATTTGTTTGGTAAAACA 
GGAACGTATAATGTTTCCACCCCAGAAGCAACCAGCTCATCCCTGGAAAACTCATCCAGT 

GCTTCTTCGTTGCTCAAC 
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Figure 7 



Sequence Name : 
GW.S.ctgl27 7 6-000000. 175.0 

Figure 7A SEQ ID NO:15 

ILNSKSISNWTFIRDRNSSYILLHSVNSFARRLFIDNIPVDISDVFIHTMGTTISGDNIG 
KNFTFSMRINDTSNEVTGRVLISRDELRKVPSPSQVISIAFPTIGAILEASLLENVTVNG 
LVLSAILPKELKRISLI FEKISKEEERRTQCVGWHSVENRWDQQACKMIQENSQQAVCKC 
P.PSKLFTSFSILMSPHILESLILTYITYVGLGISICSLILCLSIEVLVWSQVTKTEITYL 
RHVCIVNIAATLLMADVWFIVAS FLSGPITHHKGCVAATFFVHFFYLSVFFWMLAKALLI 
LYGIMIVFHTLPKSVLVASLFSVGYGCPLAIAAITVAATEP'GKGYLRPEICWLNWDMTKA 
LLAFVIPALAI VVVNLITVTLVIVKTQRAAIGNSMFQEVRAIVRI SKNIAILTPLLGLTW 
G FGVATV I DDRS LAFH 1 1 FS LLNAFQFFI LVFGT ILDPKV 

Figure 7B SEQ ID NO:16 

ATTCTTAACAGCAAAAGCATCTCCAACTGGACTTTCATTCGTGACAGAAACAGCAGCTAT 

ATCCTGCTACATTCAGTCAACTCCTTTGCAAGAAGGCTATTCATAGATAACATCCCTGTT 

GACATATCAGATGTCTTCATTCATACTATGGGCACCACCATATCTGGAGATAACATTGGA 

AAAAATTTCACTTTTTCTATGAGAATTAATGACACCAGCAATGAAGTCACTGGGAGAGTG 

TTGATCAGCAGAGATGAACTTCGGAAGGTGCCTTCCCCTTCTCAGGTCATCAGCATTGCA 

TTTCCAACTATTGGGGCTATTTTGGAAGCCAGTCTTTTGGAAAATGTTACTGTAAATGGG 

CTTGTCCTGTCTGCCATTTTGCCCAAGGAACTTAAAAGAATCTCACTGATTTTTGAAAAG 

ATCAGCAAGTCAGAGGAGAGGAGGACACAGTGTGTTGGCTGGCACTCTGTGGAGAACAGA 

TGGGACCAGCAGGCCTGCAAAATGATTCAAGAAAACTCCCAGCAAGCTGTTTGCAAATGT 

AGGCCAAGCAAATTGTTTACCTCTTTCTCAATTCTTATGTCACCTCACATCTTAGAGAGT 

CTGATTCTGACTTACATCACATATGTAGGCCTGGGCATTTCTATTTGCAGCCTGATCCTT 

TGCTTGTCCATTGAGGTCCTAGTCTGGAGCCAAGTGACAAAGACAGAGATCACCTATTTA 

CGCCATGTGTGCATTGTTAACATTGCAGCCACTTTGCTGATGGCAGATGTGTGGTTCATT 

GTGGCTTCCTTTCTTAGTGGCCCAATAACACACCACAAGGGATGTGTGGCAGCCACATTT 

TTTGTTCATTTCTTTTACCTTTCTGTATTTTTCTGGATGCTTGCCAAGGCACTCCTTATC 

CTCTATGGAATCATGATTGTTTTCCATACCTTGCCCAAGTCAGTCCTGGTGGCATCTCTG 

XTTTCAGTGGGCTATGGATGCCCTTTGGCCATTGCTGCCATCACTGTTGCTGCCACTGAA 

CCTGGCAAAGGCTATCTACGACCTGAGATCTGCTGGCTCAACTGGGACATGACCAAAGCC 

CTCCTGGCCTTCGTGATCCCAGCTTTGGCCATCGTGGTAGTAAACCTGATCACAGTCACA 

CTGGTGATTGTCAAGACCCAGCGAGCTGCCATTGGCAATTCCATGTTCCAGGAAGTGAGA 

GCCATTGTGAGAATCAGCAAGAACATCGCCATCCTCACACCACTTCTGGGACTGACCTGG 

GGATTTGGAGTAGCCACTGTCATCGATGACAGATCCCTGGCCTTCCACATTATCTTCTCC 

CTGCTCAATGCATTCCAGGGTTTCTTCATCCTAGTGTTTGGAACCATCCTGGATCCAAAG 

GTA 
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■<V Figure 8 

Sequence Name: 
GW.S.ctgl6790-000000.13.0 

Figure 8A SEQ ID N0:17 

CTTGDWSSEGCSTEVRPEGTVCCCDHLTFFALLLPTLDQSTVHILTRI SQAGCGVSMI FL 

af^iSaflrlsrerfksedapkihvalggslfllnlaflvnvgsgskgsdaacwarg^ 
Sf^fllcaftwmgleafhlyllavrvfntyfghyflklslvgwglpalmvigtgsansy 
Sytirdrenrtslelcwfregttmyalyitvhgyflitflfgmwlalvvwkiftlsra 

TAVKERGKNRKKVLTI-EGLSSLVGVTWGLAI FTPLGLSTVYI FALFNSLQVDFYILI FY 
Fioure 8B SEQ ID NO. 18 

GGGACCACTGGAGACTGGTCTTCTGAGGGCTGCTCCACGGAGGTCAGACCTGAGGGGACC 
CTGTGCTGCTGTGACCACCTGACCTTTTTCGCCCTGCTCCTGAGACCCACCTTGGACCAG 
TCCACGGTGCATATCCTCACACGCATCTCCCAGGCGGGCTGTGGGGTCTCCATGATCTTC 
rTCGCCTTCACCATTATTCTTTATGCCTTTCTGAGGCTTTCCCGGGAGAGGTTCAAGTCA 

gSgJSca^gatccacgtggccctgggtggcagcctgttcctcctgaatctggcc 

T^TTGGTCAATGTGGGGAGTGGCTCAAAGGGGTCTGATGCTGC^ 

GCTC 
CTCI 

TACGGCCTCTACACCATCCGTGATA^ 

SgSgggacaaccatgtacgccctctatatcaccgtccacggctacttcctcatcacc 

TTCCTCTTTGGCATGGTGGTCCTGGCCCTGGTGGTCTGGAAGATCTTCACCCTGTCCCGT 

gSacagcggtcaaggagcgggggaagaaccggaagaaggtgctcaccctgctgggcctc 

?cgag?c5ggtgggtgtgacatgggggttggccatcttcaccccgttgggcctctcca^ 

SSacatctttgcacttttcaactccttgcaagttgatttttacatattgatcttctat 



TrTCTTCCACTACTTCCTGCTCTGTGCCTTCACCTGGATGGGCCTTGAAGCCTTCCAC 
CTACCTGCTCGCTGTCAGGGTCTTCAACACCTACTTCGGGCACTACTTCCTGAAGCTG 
CTGGTGGGCTGGGGCCTGCCCGCCCTGATGGTCATCGGCACTGGGAGTGCCAACAGC 




Figure 9 



Sequence Name: 

GW. S . ctgl2 7 7 6-000000 .172.0 

Figure 9A SEQ ID NO:19 

NHILDTAAISNWAFIPNKNASSDLLQSVNLFARQLHIHNNSENIVNELFIQTKGFHINHN 
TSEKSLNFSMSMNNTTEDILGMVQIPRQELRKLWPNASQAISIAFPTLGAI LREAHLQNV 
SLPRQVNGLVLSVVLPERLQEI ILTFEKINKTRNARAQCVGWHSKKRRWDEKACQMMLDI 
RNEVKCRCNYTSVVMSFSI LMSSKSMTDKVLDYITCIGLSVSILSLVLCLI IEATVWSRV 
VVTEISYMRHVCIVNIAVSLLTANVWFI IGSHFNI KAQDYNMCVAVTFFSHFFYLSLFFW 
MLFKALLI I YGILVIFRRMMKSRMMVIGFAIGYGCPLI IAVTTVAITEPEKGYIRPEACW 
LNWDNTKALXAFAI PAFVI VAVNLI VVLVVAVNTQRPSIGSSKSQDVVI IMRI SKNVAIL 
TPLLGLTWGFGIATLIEGTSLTFKI I FALLNAFQFFILLFGTIMDHKV 
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AACCACATCCTCGACACAGCAGCCATTTCAAACTGGGCTTTCATTCCCAACATVAAATGCC 

AGCTCGGATTTGTTGCAGTCAGTGAATTTGTTTGCCAGACAACTCCACATCCACAATAAT 

TCTGAGAACATTGTGAATGAACTCTTCATTCAGACAAAAGGGTTTCACATCAACCATAAT 

ACCTCAGAGAAAAGCCTCAATTTCTCCATGAGCATGAACAATACCACAGAAGATATCTTA 

GGAATGGTACAGATTCCCAGGCAAGAGCTAAGGAAGCTGTGGCCAAATGCATCCCAAGCC 

ATTAGCATAGCTTTCCCAACCTTGGGGGCTATCCTGAGAGAAGCCCACTTGCAAAATGTG 

AGTCTTCCCAGACAGGTAAATGGTCTGGTGCTATCAGTGGTTTTACCAGAAAGGTTGCAA 

GAAATCATACTCACCTTCGAAAAGATCAATAAAACCCGCAATGCCAGAGCCCAGTGTGTT 

GGCTGGCACTCCAAGAAAAGGAGATGGGATGAGAAAGCGTGCCAAATGATGTTGGATATC 

AGGAACGAAGTGAAATGCCGCTGTAACTACACCAGTGTGGTGATGTCTTTTTCCATTCTC 

ATGTCCTCCAAATCGATGACCGACAAAGTTCTGGACTACATCACCTGCATTGGGCTCAGC 

GTCTCAATCCTAAGCTTGGTTCTTTGCCTGATCATTGAAGCCACAGTGTGGTCCCGGGTG 

GTTGTGACGGAGATATCATACATGCGTCACGTGTGCATCGTGAATATAGCAGTGTCCCTT 

CTGACTGCCAATGTGTGGTTTATCATAGGCTCTCACTTTAACATTAAGGCCCAGGACTAC 

AACATGTGTGTTGCAGTGACATTTTTCAGCCACTTTTTCTACCTCTCTCTGTTTTTCTGG 

ATGCTCTTCAAAGCATTGCTCATCATTTATGGAATATTGGTCATTTTCCGTAGGATGATG 

AAGTCCCGAATGATGGTCATTGGCTTTGCCATTGGCTATGGGTGCCCATTGATCATTGCT 

GTCACTACAGTTGCTATCACAGAGCCAGAGAAAGGCTACATAAGACCTGAGGCCTGTTGG 

CTTAACTGGGACAATACCAAAGCCCTTTAAGCATTTGCCATCCCGGCGTTCGTCATTGTG 

GCTGTAAATCTGATTGTGGTTTTGGTTGTTGCTGTCAACACTCAGAGGCCCTCTATTGGC 

AGTTCCAAGTCTCAGGATGTGGTCATAATTATGAGGATCAGCAAAAATGTTGCCATCCTC 

ACTCCACTGCTGGGACTGACCTGGGGTTTTGGAATAGCCACTCTCATAGAAGGCACTTCC 

TTGACGTTCCATATAATTTTTGCCTTGCTCAATGCTTTCCAGGGTTTTTTCATCCTGCTG 

TTTGGAACCATTATGGATCACAAGGTA 



